Propionibacterium acnes Type II Strain ATCC 11828, sequence accession CP003084 [21] Streptomyces chartreusis NRRL 12338, sequence accession AGDE00000000 [22] Streptomyces chartreusis NRRL 3882, sequence accession AGDD00000000 [22] Streptomyces lysosuperificus ATCC 31396, accession number AGDC00000000 [22] Streptomyces sp. Strain Wigar10, sequence accession AGDF01000000 [23] Phylum Spirochaetes
Borrelia garinii PBr, sequence accession ABJV02000001-5 (Chromosome), CP001309 (Ip17), CP001301 (Ip25), CP001310 (Ip28-1), CP001307 (Ip28-3), CP001304 (Ip28-4), CP001311 (Ip28-7), CP001302 (Ip36), CP001308 (Ip54), CP001305 (Ip26), CP001303 (Ip32-5), CP001306 (Ip32-10) [24] Borrelia garinii Far 04, sequence accession ABPZ02000001-33 (Chromosome), CP001315 (Ip17), CP001317 (Ip25), CP001316 (Ip28-1), CP001314 (Ip36), CP001318 (Ip54), CP001319 (Ip26), CP001320 (Ip32-10) [24] Non-Bacterial genomes B1 Human Adenovirus HAdV-16 strain E26, sequence accession JN860680 [25] B1 Human Adenovirus HAdV-3/16, sequence accession JN860678 [25] B1 Human Adenovirus HAdV-3+7, sequence accession JN860679 [25] B1 Human Adenovirus HAdV-7d2, sequence accession JN860677 [25] B1 Human Adenovirus HAdV-7h, sequence accession JN860676 [25] Bacillus cereus bacteriophage BCP78, sequence accession JN797797 [26] Circoviridae member (not yet validated), sequence accession JF803741 [27] Coccolithovirus Emiliania huxleyi Virus 203, sequence accession JF974291 [28] Cryptococcus gattii BC, sequence accession SRP006436 [29] Erwinia amylovora plasmid pEI70, sequence accession CP002951 [30] Mortierella alpina, sequence accession ADAG00000000 [31] Parvovirus Aj-BtPV-1, sequence accession JN860679 [32] Parvovirus Eh-BtPV-1, sequence accession JN860679 [32] Penicillium marneffei PM1, sequence accession AGCC00000000 [33] Pseudomonas fluorescens phage OBP, sequence accession JN627160 [34] Salmonella bacteriophage SPN3US, sequence accession JN641803 [35] Tailam virus, sequence accession JN689227 [36] 
